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Abstract:  

Bio:  

Understanding how cellular programs process multiple simultaneous 
environmental inputs is a century old problem. A classical example is that of the 
Monod Model, in which microorganisms that are presented with two carbon 
sources first consume the carbon substrate that supports the highest growth rate 
and then switch to the secondary carbon source.  In this talk, we revisit this 
problem and present an interesting new twist to this classical dogma. We also 
discuss how progress in this project required us to formulate and study a new 
mathematical problem related to genomic profiling and build some synthetic 
circuits along the way.
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stochastic phenomena, in addition to the establishment of computational and 
technological infrastructures that allow for their quantitative probing in single 
cells.

Aaron Hernday
ahernday@ucmerced.edu




